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BACKGROUND

Insects have been reported to be declining worldwide in terms of numbers of species
and population densities. Whereas species losses are quantifiable through long-term
biodiversity monitoring, genetic losses remain difficult to quantify over time. The
long-term monitoring surveys of butterflies in Finland have shown they respond
differently to climate change with species presenting various population trends?).

We aim to assess how climate change and other factors responsible for insect decline
have shaped genetic diversity over a century using a museomics approach.
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